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Research Interest

My research interest is to understand the population dynamics of malaria parasite
amidst various evolutionary forces and to understand the complex network of factors
associated with malaria transmission in India. The lab is extensively generating
population genetic data which revealed genetic structure in Indian falciparum
population. Currently, we are investigating effect of ACT’s on genetic diversity of
Indian falciparum. The lab is applying next generation sequencing to understand the
genetic complexity of parasite in attaining drug resistance and immune evasion during
malaria infection. Major concerns of the research in lab are revolving around the
genetic complexity of human malaria parasite infection. The lab is also involved in
molecular surveillance of insecticide resistance in various vectors of infectious
diseases.

Research Supports

DBT (1), DST-SERB (1), ICMR (1)

Research Publications

Research Articles; 14 and citations; 398, h-index; 10, i°- index; 10
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